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ABSTRACT
We present the complete mitochondrial genome of honey bee subspecies, Apis mellifera sahariensis
(Apidae) belonging to the African lineage. The assembled circular genome has a length of 16,569bp
which comprises 13 protein coding genes, 22 transfer RNA genes, two ribosomal RNA genes, and AT
rich region.
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Apis mellifera sahariensis is a subspecies of honeybee (Apis
mellifera) belonging to the African lineage and is found in
the oases of the Sahara to the south of the Atlas Mountains,
Aïn-Sefra, Bechar, Algeria (3245022.800N, 034040.09200W)
(Baldensperger 1924). It has the ability to adapt to extreme
conditions like temperatures in Saharan zones ranging from
10 C to over 50 C to drought conditions (Adjlane et al.
2016) and high altitudes (Haccour 1960). In the present study,
we report the first complete mitochondrial genome of Apis
mellifera sahariensis, which will enhance our knowledge on
Apis mitogenomes and phylogeny, the previous studies of
Apis mellifera intermissa (Peng et al. 2014) and Apis mellifera
syriaca (Haddad 2015) from the Middle East North Africa
Region, will help further understanding the genetic relation
between these bees.
The draft genome of the Apis mellifera sahariensis was
sequenced using Illumina HiSeq platform (150 bp paired-end
chemistry) at Genotypic Technology Pvt. Ltd. (Bangalore,
India). We assembled a subset of the generated raw reads
from the mitochondrial genome and annotated the assembly
with the MITOS webserver (Bernt et al. 2013). Evolutionary
analysis of the mitochondrial genome was done using the
PAUP software (Swofford 2003).
In this report, we have presented the complete circular
mitogenome of Apis mellifera sahariensis with the a total
length of 16,569 bp. The assembled genome quality was sub-
stantiated with an average vertical read depth of 22,410 bp
per position. Nucleotide composition in the assembled mito-
genome comprises A¼ 6885 bp (41.55%), T¼ 7165 bp
(43.24%), G¼ 1595 bp (9.63%), C¼ 924bp (5.58%) with an
overall AT-rich percentage of 84.80%. A total of 37 genes
which include mitochondrial protein coding genes for oxida-
tive phosphorylation (atp6, atp8, cob, cox1, cox2, cox3, nad1,
nad2, nad3, nad4, nad4l, nad5, and nad6) along with 22 tRNA
genes as well as genes for the large and small ribosomal RNAs
(rrnL and rrnS) were annotated. Homology search of Apis melli-
fera sahariensis against available Apis mitogenomes resulted in
high homology and similar gene arrangement. Phylogenetic
analysis showed high similarity of Apis mellifera sahariensis
with Apis mellifera intermissa (KM458618) (Figure 1).
Nucleotide sequence accession numbers
The mitochondrial genome sequence of Apis mellifera sahar-
iensis has been submitted in NCBI GenBank under the acces-
sion no. MF351881.
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Figure 1. The phylogenetic tree was created using the parsimony criterion on the ungapped sequences of a multiple sequence alignment using Clustal Omega on
available Apis mellifera sub-species.
MITOCHONDRIAL DNA PART B: RESOURCES 549
D
ow
nl
oa
de
d 
by
 [D
TU
 L
ibr
ary
] a
t 0
1:4
0 0
7 S
ep
tem
be
r 2
01
7 
